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Research and Professional Profile

Marc Chadeau-Hyam is a distinguished statistician for his translational research devising re-
producible and interpretable methods for the characterisation of the Exposome via omics profiling
and integration. He has been involved as lead statistician in multiple large-scale projects exploring
biological signatures of external insults. He is involved in the Real-time Assessment of Community
Transmission (REACT) Study as lead statistician and contributed to the real-time monitoring of
the SARS-CoV-2 epidemic in England. His group includes 20 multidisciplinary scientists focusing
on the analysis of data from mega-sized and/or deeply phenotyped studies. He created and leads
an MSc in Health data analytics, which attracts 40 to 60 (medical) students per year .

Positions Held

2020-present Professor in Computational Epidemiology and Biostatistics
Imperial College, London. School of Public Health, Department of Epidemiology
and Biostatistics (SPH/EBS)

2019-present Honorary Professor
SciencesPo, Paris. School of Public Affairs

2018-2020 Reader in Computational Epidemiology and Exposome Science
Imperial College, London (SPH/EBS).

2015-2018 Senior Lecturer in Statistical Bioinformatics
Imperial College, London (SPH/EBS).

2013-present Honorary Professor Position Utrecht University.
Institute for Risk Assessment Sciences

2011-2015 Lecturer in Statistical Bioinformatics Imperial College, London.
Imperial College, London (SPH/EBS).

2009-11 Research Fellow
Imperial College, London (SPH/EBS).

2006-08 Research Associate
Imperial College, London (SPH/EBS).

2005-06 Postdoctoral position (personal EU grant) LSHTM, London.

Education

2001-05 PhD in Biostatistics (Distinction) INSERM, Paris
Title: ‘Two approaches to model the epidemic of vCJD in France’

2000-01 MSc in Biostatistics (Distinction) Masters (‘D.E.A’) of Public Health,
major in biostatistics, University of Paris Sud, Villejuif.

1997-00 DEng in food sciences, major in statistics, ENITIAA, one of the French
‘grande école’ specialised in food sciences, Nantes.



Collaborations/ Other Activities

External Cambridge University (UK), University of California, Berkeley (USA), Harvard
University, Boston (USA), IARC, Utrecht University (NL), Tromso University
(Norway), INSERM - UPS (Fce), Pasteur Institute (Fce), INRAE (Fce)

Memberships - ANSES (France) : Member of the expert group on animal TSE (2007-11)
- Royal Statistical Society : Fellow (2014-present)
- L’Oréal Exposome Board : Member (2019-present)
- Associate Editor : Frontiers in Public Health (2019-present), Exposome, El-
sevier

Reviewing - Journals : Lancet, Lancet Oncology, Int J Epidemiol, Int J Cancer, Statistics
and Computing, Science, Natuer NEJM, . . .
- Grants: EU H2020, UKRI, Medical Research Council, Cancer Research UK,
French Institute for Cancer (INCa)

Awards - Queen’s Anniversary Prize for COVID-19 response (including REACT study
team, 2022)
-Imperial President’s Medal for Outstanding Research Team (to REACT study
team, 2021)

Completed Funding (as PI/co-PI)

EU- Neuroprion Network of Excellence (2005-2006). Modelling of the
French vCJD epidemic (£23,000 ; PI)
Fondation pour la Recherche Medicale (2006). Postdoctoral grant ’Mo-
delling of the French vCJD epidemic’ (£21,000 ; PI)
EU-FP7 (2009-2013). EnviroGenoMarkers: Genomics biomarkers of Envi-
ronmental health (£600K, Role Co-Investigator)
Fondation pour la Recherche Medicale (2012-13). Postdotcoral grant
’A Pilot Study to Characterise the Main Exposome Features in Relation to
Non-Hodgkin’s Lymphoma’ (£21,000 ; PI)
Fondation de France (2013-15). Postdotcoral fellowship ’Investigating me-
thylation markers of lifestyle and environmental exposures’ (£52,000 ; PI)
EU-FP7 (2012-2016). Exposomics - Application of omic techniques to the
study of environmental exposures and chromic disease (e9M, Role: Co-PI, and
WP leader - £175K)
Chilean Ministry of Education (2015-19). PhD Fellowship (£75K, PI)
EU-H2020 (2015-2019). LifePath - Lifecourse biological pathways underlying
social differences in healthy ageing (e6M, Role: Co-PI, and WP leader - £250K)
Cancer Research UK (2016-2019). Mechanomics: Investigating molecular
mechanisms involved in smoking-induced lung cancer (£300K, Role: PI)
Norwegian Research Council (2017-2021). Identifying biomarkers of me-
tastatic lung cancer using Gene expression, DNA methylation and microRNAs
in blood. (e1.1M, Role Co-PI ; £90K).



Ongoing Funding (as PI/co-PI)

MRC (2019-2024). MRC- Using metabolomics to investigate the metabolic
signatures and associated pathways linked to short-term exposure to air pollu-
tants. Role: Co-PI, £30K)
MRC (2020-2024). MRC - Exposure to particulate matter on the London
Underground in healthy subjects and patients with chronic respiratory disease.
Role: Co-PI, £60K)
RCN - Norwegian Research Council (2019-2026). Healthy Choices and
the social gradient. (e5M, Role Local-PI ; £500K).
EU-H2020 (2020-2025). EXposome Powered tools for healthy living in ur-
bAN SEttings - EXPANSE (e12M, Role: Local-PI, and WP leader - £980K)
EU-H2020 (2020-2025). Dynamic longitudinal exposome trajectories in car-
diovascular and metabolic Non-communicable diseases - LongITools (e12M,
Role: Local-PI, and WP leader - £750K)
MRC (2020-2025). UK-Korea partnership on molecular phenotypes of
asthma - PRISM (£2M, Role: Co-PI, and WP leader - £350K)
Horizon Europe (2023-2028). DISCERN project: Discovering the causes of
three poorly understood cancers in Europe (e12M, Role: Local-PI, and WP
leader - £650K)
Horizon Europe (2024-2030). STAGE project: Stay Healthy Through
Ageing: An Integrated Life-Course Approach for Person-Centred Solutions and
Care for Ageing with Multi-morbidity in the European Regions (e20M). Role:
Local-PI, and WP leader - £950K)
UKRI (2023-2025). AI-RESPIRE: AI for Personalised Respiratory Health
and Pollution. Role: Co-PI, and WP leader - £100K)

Teaching and Supervision

Teaching - Imperial College: Lectures/Practicals (BSc, MSc)
Organisation - Programme Director : MSc Health Data Analytics

Dept of Epidemiology and Biostatistics, SPH, Imperial College
- Director of the ’Exposome Analytics’ short course (6 editions)

Team Supervision - 25 MSc Students(8 Ongoing)
(Currently 19 staff) - 18 PhD students (12 as primary, 10 completed)

- 9 Research Assistants
- 19 post-doc researchers (12 completed)
- 3 Lecturers

PhD Assessment - Examiner (Internal and external) of 18 PhD in Biostatistics

Languages

French Native language.
English Fluent.
Spanish Notions.
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