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RESEARCH AND PROFESSIONAL PROFILE

Marc Chadeau-Hyam is a distinguished statistician for his translational research devising re-
producible and interpretable methods for the characterisation of the Exposome via omics profiling
and integration. He has been involved as lead statistician in multiple large-scale projects exploring
biological signatures of external insults. He is involved in the Real-time Assessment of Community
Transmission (REACT) Study as lead statistician and contributed to the real-time monitoring of
the SARS-CoV-2 epidemic in England. His group includes 20 multidisciplinary scientists focusing
on the analysis of data from mega-sized and/or deeply phenotyped studies. He created and leads
an MSc in Health data analytics, which attracts 40 to 60 (medical) students per year .
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2018-2020

2015-2018

2013-present

2011-2015

2009-11
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2005-06

EDpucATION

Professor in Computational Epidemiology and Biostatistics
Imperial College, London. School of Public Health, Department of Epidemiology
and Biostatistics (SPH/EBS)

Honorary Professor

SciencesPo, Paris. School of Public Affairs

Reader in Computational Epidemiology and Exposome Science
Imperial College, London (SPH/EBS).

Senior Lecturer in Statistical Bioinformatics

Imperial College, London (SPH/EBS).

Honorary Professor Position Utrecht University.

Institute for Risk Assessment Sciences

Lecturer in Statistical Bioinformatics Imperial College, London.
Imperial College, London (SPH/EBS).

Research Fellow

Imperial College, London (SPH/EBS).

Research Associate

Imperial College, London (SPH/EBS).

Postdoctoral position (personal EU grant) LSHTM, London.

2001-05 PhD in Biostatistics (Distinction) INSERM, Paris
Title: ‘“Two approaches to model the epidemic of vCJD in France’

2000-01 MSc in Biostatistics (Distinction) Masters (‘D.E.A’) of Public Health,
major in biostatistics, University of Paris Sud, Villejuif.

1997-00 DEng in food sciences, major in statistics, ENITIAA, one of the French
‘grande école’ specialised in food sciences, Nantes.



COLLABORATIONS/ OTHER ACTIVITIES

External

Memberships

Cambridge University (UK), University of California, Berkeley (USA), Harvard
University, Boston (USA), IARC, Utrecht University (NL), Tromso University
(Norway), INSERM - UPS (Fce), Pasteur Institute (Fce), INRAE (Fce)

- ANSES (France) : Member of the expert group on animal TSE (2007-11)

- Royal Statistical Society : Fellow (2014-present)
- L’Oréal Exzposome Board : Member (2019-present)

- Associate Editor : Frontiers in Public Health (2019-present), Exposome, El-

sevier

Reviewing - Journals : Lancet, Lancet Oncology, Int J Epidemiol, Int J Cancer, Statistics

and Computing, Science, Natuer NEJM, ...

- Grants: EU H2020, UKRI, Medical Research Council, Cancer Research UK,

French Institute for Cancer (INCa)

Awards - Queen’s Anniversary Prize for COVID-19 response (including REACT study

team, 2022)

-Imperial President’s Medal for Outstanding Research Team (to REACT study

team, 2021)

COMPLETED FUNDING (AS PI/co-PI)

EU- Neuroprion Network of Excellence (2005-2006). Modelling of the
French vCJD epidemic (£23,000; PI)

Fondation pour la Recherche Medicale (2006). Postdoctoral grant "Mo-
delling of the French vCJD epidemic’ (£21,000; PI)

EU-FP7 (2009-2013). EnviroGenoMarkers: Genomics biomarkers of Envi-
ronmental health (£600K, Role Co-Investigator)

Fondation pour la Recherche Medicale (2012-13). Postdotcoral grant
A Pilot Study to Characterise the Main Exposome Features in Relation to
Non-Hodgkin’s Lymphoma’ (£21,000 ; PI)

Fondation de France (2013-15). Postdotcoral fellowship "Investigating me-
thylation markers of lifestyle and environmental exposures’ (£52,000 ; PI)
EU-FP7 (2012-2016). Exposomics - Application of omic techniques to the
study of environmental exposures and chromic disease (€9M, Role: Co-PI, and
WP leader - £175K)

Chilean Ministry of Education (2015-19). PhD Fellowship (£75K, PI)
EU-H2020 (2015-2019). LifePath - Lifecourse biological pathways underlying
social differences in healthy ageing (€6M, Role: Co-PI, and WP leader - £250K)
Cancer Research UK (2016-2019). Mechanomics: Investigating molecular
mechanisms involved in smoking-induced lung cancer (£300K, Role: PI)
Norwegian Research Council (2017-2021). Identifying biomarkers of me-
tastatic lung cancer using Gene expression, DNA methylation and microRNAs

in blood. (€1.1M, Role Co-PI; £90K).



ONGOING FUNDING (As PI/co-PI)

MRC (2019-2024). MRC- Using metabolomics to investigate the metabolic
signatures and associated pathways linked to short-term exposure to air pollu-
tants. Role: Co-PI, £30K)

MRC (2020-2024). MRC - Exposure to particulate matter on the London
Underground in healthy subjects and patients with chronic respiratory disease.
Role: Co-PI, £60K)

RCN - Norwegian Research Council (2019-2026). Healthy Choices and
the social gradient. (€5M, Role Local-PI; £500K).

EU-H2020 (2020-2025). EXposome Powered tools for healthy living in ur-
bAN SEttings - EXPANSE (€12M, Role: Local-PI, and WP leader - £980K)
EU-H2020 (2020-2025). Dynamic longitudinal exposome trajectories in car-
diovascular and metabolic Non-communicable diseases - LonglTools (€12M,
Role: Local-PI, and WP leader - £750K)

MRC (2020-2025). UK-Korea partnership on molecular phenotypes of
asthma - PRISM (£2M, Role: Co-PI, and WP leader - £350K)

Horizon Europe (2023-2028). DISCERN project: Discovering the causes of
three poorly understood cancers in Europe (€12M, Role: Local-PI, and WP
leader - £650K)

Horizon Europe (2024-2030). STAGE project: Stay Healthy Through
Ageing: An Integrated Life-Course Approach for Person-Centred Solutions and
Care for Ageing with Multi-morbidity in the European Regions (€20M). Role:
Local-PI, and WP leader - £950K)

UKRI (2023-2025). AI-RESPIRE: AI for Personalised Respiratory Health
and Pollution. Role: Co-PI, and WP leader - £100K)

TEACHING AND SUPERVISION

Teaching - Imperial College: Lectures/Practicals (BSc, MSc)
Organisation - Programme Director : MSc Health Data Analytics
Dept of Epidemiology and Biostatistics, SPH, Imperial College

- Director of the ’Exposome Analytics’ short course (6 editions)
Team Supervision - 25 MSc Students(8 Ongoing)
(Currently 19 staff) - 18 PhD students (12 as primary, 10 completed)

- 9 Research Assistants

- 19 post-doc researchers (12 completed)

- 3 Lecturers
PhD Assessment - Examiner (Internal and external) of 18 PhD in Biostatistics

LANGUAGES

French Native language.
English Fluent.
Spanish Notions.
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bromonitoring study. Environmental Research 2025 ; 267: 120588.
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Analysis of a Series of Randomized Controlled Experiments during a Large COVID-19 Study.
JMIR Public Health Surveill 2025 ; 11: e60022.
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Rusmawatiningtyas D, Murni IK, Arguni E, Wang Y-H, Ho S-C, Yang F-M, Chuang K-J,
Lin S-C, Chuang H-C. (2025). ztreme temperatures modulate gene expression in the airway

epithelium of the lungs in mice and asthma patients. Frontiers in Medicine 2025; Volume
12 - 2025.

**Peng F-J, Lin C-A, Wada R, Bodinier B, Iglesias-Gonzalez A, Palazzi P, Streel S, Guillaume
M, Chadeau-Hyam M, Appenzeller BMR (2025). Cardiovascular risk factors in relation to
hair polycyclic aromatic hydrocarbons in the NESCAV study. Environment International
2024 ; 194: 109170.
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veillance for monitoring SARS-CoV-2 prevalence. PNAS Nexus 2024 ; 3(10): pgae438.
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bility Selection and Consensus Clustering in R: The R Package sharp. Journal of Statistical
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Onwuka JU, Guida F, Langdon R, Johansson M, Severi GG, Milne RL, Dugue P-A, Southey
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**Elliott J, Bodinier B, Whitaker M, Wada R, Cooke G, Ward H, Tzoulaki I, Elliott P,
Chadeau-Hyam M (2024). Sex inequalities in cardiovascular risk prediction. Cardiovascular
Research. doi:10.1093/cvr/cvael23

**Cheng SL, Hedges M, Keski-Rahkonen P, Chatziioannou AC, Scalbert A, Chung KF,
Sinharay R, Green DC, de Kok TMCM, Vlaanderen J, Kyrtopoulos SA, Kelly F, Porten-
gen L, Vineis P, Vermeulen RCH, Chadeau-Hyam M, Dagnino S (2024). Multiomic Si-
gnatures of Traffic-Related Air Pollution in London Reveal Potential Short-Term Perturba-
tions in Gut Microbiome-Related Pathways. Environmental Science and Technology, 58(20).
doi:10.1021 /acs.est.3¢09148

**Vermeulen R, Bodinier B, Dagnino S, Wada R, Wang X, Silverman D, Albanes D, Freed-
man N, Rahman M, Bell D, Chadeau-Hyam M, Rothman N (2024). A prospective study
of smoking-related white blood cell DNA methylation markers and risk of bladder cancer.
European Journal of Epidemiology, 39(4). doi:10.1007/s10654-024-01110-y

Hampshire A, Azor A, Atchison C, Trender W, Hellyer PJ, Giunchiglia V, Husain M, Cooke
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nition and Memory after Covid-19 in a Large Community Sample. New England Journal of
Medicine, 390(9). doi:10.1056/NEJMoa2311330
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Technology, 58(12). doi:10.1021/acs.est.3¢08739
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ciation Between Purchase of Over-the-Counter Medications and Ovarian Cancer Diagnosis
in the Cancer Loyalty Card Study (CLOCS): Observational Case-Control Study. JMIR Pu-
blic Health and Surveillance, 9. doi:10.2196/41762

Petrovic D, Carmeli C, Sandoval JL, Bodinier B, Chadeau-Hyam M, Schrempft S, Ehret
G, Dhayat NA, Ponte B, Pruijm M, Vineis P, Gonseth-Nussle S, Guessous I, McCrory
C, Bochud M, Stringhini S (2023). Life-course socioeconomic factors are associated with

markers of epigenetic aging in a population-based study. Psychoneuroendocrinology, 147,
105976. doi:10.1016/5.psyneuen.2022.105976

**Whitaker M, Elliott J, Bodinier B, Barclay W, Ward H, Cooke G, Donnelly CA,
Chadeau-Hyam M, Elliott P (2022). Variant-specific symptoms of COVID-19 in a study
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"Exposome Analytics: successes and current challenges (Keynote Lecture). Exposome Data
Challenge, ISGlobal, Barcelona (April, 2021).

"Composite scores, social embodiment and risk of CVD: Fvidence from the UK Biobank co-
hort ?° (Keynote Lecture). Society of Toxicology - Risk Assessment Specialty Section webinar
(February, 2021).



20.

21.

22.

23.

24.

25.

26.
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34.
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36.

37.

38.

39.

"Exposome science in practice: methodological challenges and illustrations from two E.U.
projects’ (Invited Lecture)., Centre for Epidemiology and Population Health, INSERM and
CNRS, Villejuif, France (May, 2019).

"Methodological Challenges in Exposome Science: illustrations from two E.U. projects’ (In-
vited Talk). Mount Sinai, Exposome Symposium, Brescia University, Italy (May, 2019).

"Methodological Challenges in Exposome Science: illustrations from two E.U. projects’ (In-
vited Talk). Mount Sinai, Exposome Symposium, Brescia University, Italy (May, 2019).

"Exposome Research: Statistical Models and Extensions’ (Guest Lecture). Big Data ManageR
PhD Course, University of Copenhagen, Denmark (May, 2018).

"Methods and results from Ezposomics project’ (Keynote Lecture). Embracing Exposure
Science for Effective Public Health Protection for the Society of Toxicology (SOT), San
Antonio (March 2018).

"Lessons learnt from early exposome research: methods, results ans perspectives’ . (Keynote
Lecture and session chair). DOHaD research at the Exposome era. INSERM workshop, Paris
(28-29 November, 2017).

"Biostatistical /bioinformatics challenges in Exposome research’ (Keynote Lecture). HELIX
Final meeting, Barcelona (31st October, 2017).

" Ezposome Research in practice : OMICs profiling and Integration’ (Keynote Lecture). Me-
dicine / Data / Science meeting, London (28 September, 2017).

" Exposome Research in practice : OMICs profiling and Integration’ (Invited Talk). Bordeaux
Data Science conference, Bordeaux, 16 May, 2017).

"An Ezposome approach to investigate smoking induced lung cancer’ (Keynote Lecture). CR-
UK Legacy Event, Bexley (23rd March, 2017).

"First observations from Exposomics Project’ (Invited Talk). ISEES Exposome Symposium,
Utrecht (11th October, 2016).

"First observations from Exposomics Project’ (Talk). ISEE post-conference workshop, Rome
(4th September, 2016).

"Exposome in practice: Methodological overview of statistical models to derive OMICS- based
biomarkers’ (Keynote Lecture). Ecole des Hautes Etudes en Sante Publique, Rennes France
(8th June, 2016).

"The Exposome in practice: Definition, Tools and Perspectives’ (Keynote Lecture). L’Oréal
Research Symposium, Paris France (22nd June, 2016).

"Molecular Epidemiology: Definition, Outputs and Perspectives’ (Presentation). MRC-PHE
International Scientific Advisory Board meeting. Imperial College, London, Paris France (1st
June, 2016).

"From the exposome to the mechanome’ (Seminar). Institut Pasteur, Paris France (14th
April, 2016).

‘Statistical developments for the exposome: a review’ (Invited Lecture). Diderot Mathema-
tical Forum (DMF'), University of Paris-Descartes , France(15th March, 2016).

From the exposome to the Mechanome (Keynote Lecture). Helmholtz Centre for Environ-
mental Research, Leipzig, Germany (15 December, 2015)

Socio-economic status and healthy ageing (Keynote Lecture). University of Newcastle, UK-
MEG Winter meeting, (Dec 1st, 2015),

The Use of Compartmental Models: a Hidden Markov Model for Smoking- Induced Lung
Cancer (Invited Seminar). Mainz, Germany (5 November 2015)
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Ezploring the sustainability of smoking-induced methylation changes after cessation (Invited
Talk). EPIC statistical workshop - IARC -Lyon, 24 September 2015)

A Compartmental Hidden Markov Model for the Longitudinal Analysis of the Risk of Smoking-
Induced Lung Cancer (Invited Talk). OPERRA workshop - Munich, Germany (12 January
2015)

Dynamics of exposure and disease progression: the use of compartmental models (Symposium
Talk). EPICOH - Chicago, USA (25 June 2014)

Statistical Models to analyse OMICs data (Invited Talk). Villard de Lans (Fce), HELIX-
statistical Meeting (28 January, 2014)

A Compartmental Hidden Markov Model for the Longitudinal Analysis of the Risk of Smoking-
Induced Lung Cancer (Talk). EPICOH - Utrecht, The Netherlands (12 June 2013)

Analysis of OMICS data from population studies (invited lecture). National Taiwan Univer-
sity symposium - Taipei, Taiwan (10/12 Apr. 2013)

A longitudinal model for smoking induced-lung cancer: an application on a case control study
nested in EPIC (invited talk). Workshop: ‘Statistical Methods in Nutritional Epidemiology,
with applications to the EPIC study’ - IARC (Nov. 2012). Lyon, France.

The use of HMM to model the longitudinal features of the risk of chronic disease (invited
lecture). Workshop: ‘HMM and Analysis of longitudinal cancer data’ -University of Toulouse
(October 2012). Toulouse, France.

A Bayesian Predictive Model for Lung Cancer (invited lecture). CNRS-University of Mar-
seille Lumini (September 2011). Marseille, France.

An Analytical Strategy to Identify Markers in a Population Study: an Ezample Based on
EnviroGenoMarkers Transcriptomic and Proteomic profiles (invited talk). European Envi-
ronmental Mutagen Society (July 2011). Barcelona, Spain.

A Quasi-Observed Markov Chain Model for Lung Cancer (invited talk). GDR-Statistics and
Health (2011). Paris, France.

Epigenetics in Environmental Epidemiology (invited talk). February 2011, Epigenetics Col-
loquium Meeting, Imperial College, Hammersmith Hospital.

A Hidden Markov Model for Lung Cancer: Towards the Estimation of the 'Force of Eu-
posure’ and of Time to Diagnosis (talk). XXV International Biometric Conference (2010).
Florianopolis, Brasil.

Strategies to Analyse ~-Omics Data’: from T-test to a Fully Bayesian Variable Selection
Approach. March 2010, EnviroGenoMarkers Annual meeting, Santorini, Greece.

Estimating the Risk of Secondary Transmission of vCJD (talk). XXIII International Biome-
tric Conference (2006). Montréal, Québec, Canada.



